ThetaMater: Bayesian estimation of population size parameter θ from genomic data.
We describe ThetaMater, an open source R package comprising a suite of functions for efficient and scalable Bayesian estimation of the population size parameter θ from genomic data. ThetaMater is available at GitHub (https://github.com/radamsRHA/ThetaMater). todd.castoe@uta.edu. Supplementary data are available at Bioinformatics online.